Related literature
For synthetic protocols, see: Takaya et al. (2005) ; Moss et al. (2013) . For the spectroscopic characteristics of pallidol hexaacetate, see: Khan et al. (1986) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: CrysAlis PRO (Agilent, 2013 ); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010 
Comment
The synthesis of pallidol hexaacetate was achieved by employing a modified procedure to that reported by Takaya et al. (2005) as outlined by Moss et al. (2013) which involved the oxidation of trans-resveratrol with K 3 Fe(CN) 6 . Herein, the crystal structure determination of pallidol hexaacetate, isolated as its ethylacetate solvate, (I), is described.
The pallidol hexaacetate molecule is disposed about a two-fold rotation axis, Fig In the crystal, molecules assemble into a three-dimensional architecture via C-H···O interactions, Fig. 2 and Table 1 . In so doing, they define channels in which, presumably, reside the disordered ethylacetate molecules.
Experimental
To a stirred solution of trans-resveratrol (500 mg) and K 2 CO 3 (245 mg) in MeOH (120 ml) at ambient temperature was slowly added an aqueous solution of K 3 Fe(CN) 6 (575 mg in 10 ml) over 5 minutes and the mixture stirred for a further 30 minutes. The mixture was then concentrated in vacuo and loaded directly onto a flash chromatography column and the organics eluted with EtOAc. The fraction containing the crude dimers was concentrated in vacuo and then dissolved in CH 2 Cl 2 (60 ml) and DMSO (10 ml). Ac 2 O (0.83 ml) and Et 3 N (1.23 ml) were then added and the reaction mixture kept at ambient temperature for 24 h. The reaction was then quenched with NaHCO 3 (30 ml) and the organics extracted with 150.9, 149.5, 147.9, 147.4, 140.6, 133.6, 128.7, 121.8, 115.4, 115.1, 61.2, 55.7, 21.11, 21.09 and 19.95 (3 x COCH 3 ). All other spectral data are identical to those previously reported by Khan et al. (1986) .
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Acta Cryst. (2013). E69, o1155-o1156 Refinement C-bound H-atoms were placed in calculated positions and were included in the refinement in the riding model approximation: C-H = 0.95 to 0.98 Å, with U iso (H) =1.5U eq (C-methyl) and = 1.2U eq (C) for other H atoms. The heavily disordered ethyl acetate molecule, lying on a 2-fold rotation axis, was removed by using the SQUEEZE option in PLATON (Spek, 2009 ).
Computing details
Data collection: CrysAlis PRO (Agilent, 2013 ); cell refinement: CrysAlis PRO (Agilent, 2013) ; data reduction: CrysAlis PRO (Agilent, 2013 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
Figure 1
The molecular structure of (I) showing the atom-labelling scheme and displacement ellipsoids at the 50% probability 
